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Identification and studying of Enterobacter sp. DGH3
antibacterial activity
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Abstract

Citrus take over important roles in economy for every country and Iran is no exception
to this rule is where the economic self-sufficiency in agriculture is the reason that the
incidence of pests as possible to prevent. We have to do drastic an actions in order to
their control. There are a variety of bacterial and fungal diseases that can have
devastating effects on agriculture, especially citrus. Control of bacterial infections, is
only by pesticides and antibiotics and through the cross section is possible. Use of
antimicrobial compounds for the control of these diseases can be very useful.
Enterobacter sp. DGH3 is a native bacterium which isolate from south west of Iran, can
destroy the cause bacterial canker disease in citrus. It is hope that, controlling this
disease with optimization of its medium and production of antimicrobial component by
foregoing bacteria.

Key words: Bacterial disease, antibacterial component, Enterobacter sp. DGH3
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