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16 052°04'59.8" 36°34°48.4” G21 1 -9 052°04°00.7" 36°34°24.6" G1 1
23 052°04'00.2" 36°34°46.2" G22 1 -8 052°04°01.4" 36°34°25.5" G2 1
15 052°04'04.8" 36°34°54.0" G23 1 -7 052°04°05.0" 36°34°22.7" G3 1
22 052°04'02.82" 36°34°55.1" G24 1 -6 052°04°04.7" 36°34°25.2" G4 1
27 052°04'02.89" 36°34°57.6" G 25 1 -3 052°03°51.1"  36°34°23.15" G5 1
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-30 054°04°08.4" 36°34°37.7" G1l1 2 -8 052°03°04.1" 36°34°2.32" G9 1
379 052°27'18.88" 36°47°25.42" G29 2 -8 052°04°03.7" 36°34°30.5" G 10 1
255 054°06'09.88" 36°42°45.9" G33 2 21 052°04°01.4" 36°34°34.1" G 13 1
215 054°07'03.00" 36°44°31.05" G 34 2 20 052°03°58.3" 36°34°34.6" G 14 1
464 052°04'04.8" 36°47°15.54" G35 2 21 052°03°58.5" 36°34°33.0" G 15 1
378 054°26'38.28" 36°346°54.30" G 36 2 18 052°04°00.2" 36°34°37.6" G 16 1
520 054°47'38.02" 36°50°38.02" G 37 2 18 052°04°58.9" 36°34°37.7" G 17 1
378 049°52'50.56" 37°10°55.03" G 30 3 17 052°04°01.1" 36°34°37.8" G 18 1
910 049°5227.26" 37°01°23.89" G 3l 3 14 052°04°25.3" 36°34°37.1" G 19 1
789 049°59'23.89" 37°03°09.11" G32 3 19 052°04'02.6" 36°34°40.1" G20 1
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Shekhawat et al., 2018 54.8 CACACACACACACACARG ISSR1
Brake et al., 2014 42.0 CACACACACACARY ISSR8
Ghanbari et al., 2018 49.2 GACAGACAGACAGACA ISSR10
Brake et al., 2014 51.9 BDBDCACACACACACAC ISSR15
Brake et al., 2014 59.7 BDBCACCACCACCACCA ISSR16
Mebhri et al., 2017 58.4 DGCCACCACCACCACCA ISSR17
Bahmani et al., 2015 59.0 DDBCCACCACCACCACC ISSR18
Mehri et al., 2017 48.3 VVHTTGTTGTTGTTGTTG ISSR19
Brake et al., 2014 533 GACGACGACGACGAC ISSR20
Mehri et al., 2017 49.3 ACTCACTCACTCACTC ISSR21
Brake et al., 2014 56.7 CTGAGAGAGAGAGAGAGAG ISSR22
Ghanbari et al., 2018 52.8 GAGAGAGAGAGAGAGAC ISSR23
Mehri et al., 2017 44.0 GTGTGTGTGTGCG ISSR25
Shekhawat et al., 2018 44.0 GAGAGAGAGAGACC ISSR26
Ghanbari et al., 2018 53.7 CTCTCTCTCTCTCTCTAC ISSR28
Mebhri et al., 2017 56.7 GACACACACACACACACAC ISSR29
Ghanbari et al., 2018 56.7 CCACTCTCTCTCTCTCTCT ISSR30
Mehri et al., 2017 46.9 ATGATGATGATGATGATG ISSR31
Ghanbari et al., 2018 47.8 GGAAGAGAGAGAGAG ISSR32
Ghanbari et al., 2018 58.8 GGGTGGGGTGGGGTG ISSR33
Ghanbari et al., 2018 56.0 AGAGAGAGAGAGAGAGGC ISSR34
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Abstract

Iran is a country with a very diverse climate and rich in wild medicinal plants and
mushrooms. Therefore, in order to use this diversity in breeding programs and also to

preserve these natural resources, the study of genetic diversity is very important. In this
study, the genetic diversity of 32 strains of Ganoderma lucidum collected from the
northern strip of the country was investigated using 21 ISSR markers. According to the
results, the polymorphic information content of markers ranged from 0.294 to 0.469
with a mean of 0.407. Also, Nei's genetic diversity, Shannon index and mean genetic
distance were 0.214, 0.317 and 0.278, respectively. Based on principal components
analysis, the first three components determined 63% of total variation. Based on cluster
analysis, the investigated strains were divided into eight main groups. Sturcture analysis
also revealed the presence of nine distinct genetic groups. In general, the results
indicated that there was a favorable genetic diversity between the investigated strains of
G. lucidum that can be considered in breeding programs.
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