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Bat family Bat common name Bat species Filovirus

Pteropodidae Golden[Icapped fruit bat Acerodon jubatus REBOV
Pteropodidae Short[nosed fruit bat Cynopterus species EBOV
Pteropodidae Straw [ |colored fruit bat Eidolon helvum EBOV
Pteropodidae Biittikofer’s epauletted fruit bat Epomops buettikoferi EBOV
Pteropodidae Biittikofer’s epauletted fruit bat Epomops buettikoferi MARV
Pteropodidae Franquet’s epauletted fruit bat Epmops franqueti ZEBOV
Pteropodidae Franquet’s epauletted fruit bat Epomops franqueti MARV
Pteropodidae Hammerhead bat Hypsignathus monstrosus ZEBOV
Pteropodidae Hammerhead bat Hypsignathus monstrosus MARV

Megadermatidae Greater false vampire bat Megaderma lyra EBOV
Pteropodidae Peter’s dwarf epauletted fruit bat Micropteropus pusillus EBOV
Pteropodidae Peter’s dwarf epauletted fruit bat Micropteropus pusillus MARV
Miniopteridae Greater long[ I fingered bat Miniopterus inflatus MARV
Miniopteridae Schreiber’s long[fingered bat Miniopterus schreibersii Lloviu virus

Molossidae Angolan freel Jtailed bats Mops condylurus EBOV

Pteropodidae Little collared fruit bat Myonycteris torquata ZEBOV
Pteropodidae Large flying fox Pteropus vampyrus REBOV
Rhinolophidae Eloquent horseshoe bat Rhinolophus eloquens MARV
Pteropodidae Egyptian rousette Rousettus aegyptiacus EBOV
Pteropodidae Egyptian rousette Rousettus aegyptiacus MARV
Pteropodidae Geoffroy’s rousette Rousettus amplexicaudatus REBOV
Pteropodidae Leschenault’s rousette Rousettus leschenaulti Bél_ol\?iljuoj
Pteropodidae Leschenault’s rousette Rousettus leschenaulti EBOV
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Bat family Bat common name Bat species Virus
Phyllostomidae Seba’s short[Jtailed bat Carollia perspicillata Endogenous betaretrovirus
Phyllostomidae Common vampire bat Desmodus rotundus D. rotundus endogenous
Vespertilionidae Serotine bat Eptesicus serotinus Hepesvirus
Vespertilionidae Serotine bat Eptesicus serotinus Sers gammaretrovirus
Rhinolophidae Aba roundleaf bat Hipposideros abae Hepesvirus
Rhinolophidae Noack’s roundleaf bat | Hipposideros caffer ruber Hepadnavirus
Vespertilionidae Savi’s pipistrelle Hypsugo savii Picobirnavirus

Megadermatidae Greater fal‘)lzte vampire Megaderma lyra Megaderma lyra retrovirus MIRV
Miniopteridae Japanese l(l):;‘% fingered Miniopterus fuliginosus Bat hepatitis virus
Miniopteridae Japanese lcl;r;% fingered Miniopterus fuliginosus Bocavirus

Vespertilionidae Bechstein’s bat Myotis bechsteinii Hepesvirus

Vespertilionidae Daubenton’s myotis Myotis daubentonii Hepesvirus

Vespertilionidae David’s myotis Mytotis davidii Endogenous gammaretrovirus

Vespertilionidae Little brown bat Myotis lucifugus Endogenous betaretrovirus

Vespertilionidae Little brown bat Myotis lucifugus Endogenous gammaretrovirus

Vespertilionidae Greater ml:);se Jeared Myotis myotis Bocavirus

Vespertilionidae Whiskered bat Myotis mystacinus Ahun nairovirus

Vespertilionidae Whiskered bat Myotis mystacinus Picobirnavirus

Vespertilionidae Whiskered bat Myotis mystacinus Rotavirus

Vespertilionidae Natterer’s bat Myotis natteri Bornavirus

Vespertilionidae Rickettl’;}l]);tgisD footed Myotis ricketti Gammaherpesvirus MrGHV - 1

Vespertilionidae Rickettllsl}ll);tgi\s\footed Myotis ricketti Gammaherpesvirus MrGHV - 2

Vespertilionidae Rickett;sl;;tgi sD footed Myotis ricketti Gammaretrovirus

Vespertilionidae Rickett;sl;;tgi sD footed Myotis ricketti Papillomavirus
Mystacinidae Lesser short! Itailed bat Mystacina tuberculata Calicivirus
Mystacinidae Lesser short[tailed bat Mystacina tuberculata Herpesvirus

Vespertilionidae Common pipistrelle Pipistrellus pipistrellus Bornavirus

Vespertilionidae Common pipistrelle Pipistrellus pipistrellus Ahun nairovirus

Vespertilionidae Common pipistrelle Pipistrellus pipistrellus Picobirnavirus

Vespertilionidae Common pipistrelle Pipistrellus pipistrellus Picornavirus
Pteropodidae Black flying fox Pteropus alecto Endogenous betaretrovirus
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Pteropodidae Black flying fox Pteropus alecto Gammaretrovirus
Pteropodidae Large flying fox Pteropus vampyrus Endogenous betaretrovirus
Pteropodidae Large flying fox Pteropus vampyrus Endogenous gammaretroviruses
Rhinolophidae Intermediagzthorseshoe Rhinolophus affinis Gammaretrovirus
Rhinolophidae Intermedia;:thorseshoe Rhinolophus affinis Rhinolophus affinis foamy virus 1
Rhinolophidae Intermedie:)t:thorseshoe Rhinolophus affinis Rhinolophus affinis pestivirus 1
Rhinolophidae Halcyon horseshoe bat Rhinolophus alcyone Hepadnavirus
Rhinolophidae Greater horseshoe bat ferrJ:?e:gsrnuusm Adeno[Jassociated virus
Rhinolophidae Greater horseshoe bat feRerrr:?;gsrnuusm Betaherpesvirus RfBHV- 1
Rhinolophidae Greater horseshoe bat ferrlzrr::)(:gSihnuusm Cirovirus RfCV- 1
Rhinolophidae Greater horseshoe bat ferrL:rr::)(elgSir]nuusm Endogenous betaretrovirus
Rhinolophidae Greater horseshoe bat ferrL:rr::)(elgSir]nuusm Endogenous gammaretrovirus
Rhinolophidae Greater horseshoe bat ferrliJrr]r?e:gﬁihnuusm R. ferrumequinum retrovirus
Rhinolophidae Lesser horseshoe bat Rhinolophus hipposideros Rotavirus
Rhinolophidae Eastern horseshoe bat | Rhinolophus megaphyllus Endogenous betaretrovirus
Rhinolophidae Eastern horseshoe bat | Rhinolophus megaphyllus Gammaretrovirus
Rhinolophidae Pearson’s horseshoe bat Rhinolophus pearsonii Gammaretrovirus
Rhinolophidae Blyth’s horseshoe bat Rhinolophus pusillus Gammaretrovirus
Pteropodidae Leschenault’s rousette Rousettus leschenaultii Rousettus Iesc}?;e}gs}u Iti retrovirus
Vespertilionidae Greater bamboo bat Tylonycteris robustula Betaherpesvirus TrBHV - 1
Phyllostomidae TentImaking bat Uroderma bilobatum Roundleaf bat hepatitis virus B
Phyllostomidae Great stripe[ /faced bat Vamipyrodes caraccioli Hepesvirus
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Abstract

Filoviruses are filamentous and enveloped particles posing a single-stranded negative
sense RNA genome. The filoviridae family including Marburgvirus and Ebolavirus
cause acute and deadly hemorrhagic fevers since they are transmitted to human. So,
filoviruses are considered as a serious and dangerous threat to public health. In recent
years, bats have become increasingly known as potential reservoirs for several viral
infections. Bats are widely distributed in all continents except the polar regions and a
few ocean islands. The nature of their diet is varied from insects and animals, and
plants. The diversity of bat species and some of their unique biological and ecological
characteristics make it possible for hosts with a number of important viral infectious
agents in medicine such as Marburgvirus, Ebolavirus, and Coronavirus. The present
review study was focused on phylogenetic assessment and cytopathogenesis of
filoviruses and Baltimore's groups VI & VII retroviruses transmitted from bat to human.
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