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Abstract

The Crocus genus, which comprehends approximately 80 species, is known mainly for
the cultivated species Crocus sativus. Genetic variability among 16 genotype of Crocus
genus originating from Iran was examined for the first time with Inter Simple Sequence
Repeat (ISSR). Fourteen primers generated a total of 208 discernible and reproducible
bands across the analyzed populations, that all of these showed polymorphism. The
fragment scored for presence/absence and used to generate Dice, Jaccard and Simple
Maching similarity coefficients and to construct a dendrogram by means of UPGMA
and Complete Linkage in NTSYS-pc 2.02 computer program. Cluster analysis revealed
primarily five major groups. Furthermore, dimensional graph derived from Principal
Coordinate Analysis (PCoA) of ISSR data also revealed a pattern in which the
genotypes were assigned into five separate groups. Estimation of Resolving Power (RP)
values exhibited a collective rate of 134.08 and varied from 4.87 for UBC 872 to 15.5
for UBC 851 with a mean of 9.6. The results showed the high effectiveness of ISSR
markers in grouping of Crocus species under study, and analysis of their genetic
relationships.
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