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7.08E-06 GATAAATTATTTTTCACGCAA + 1006-1026 NACOQ70
1.21E-05 TTGCGTGAAAAATAATTTATC - 1006-1026 NAC101
1.27E-05 GATAAATTATTTTTCACGCAA + 1006-1026 NACO033
2.22E-05 TTGCGTGAAAAATAATTTATC - 1006-1026 NACO020
446E-05 AGACAAGGAACT - 967-978 NACO030
4.66E-05 TAAATTATTTTTCACGCAA + 1008-1026 NAC083
4.73E-05 TACGTATGTAGGACG + 208-222 NACO010
6.17E-05 TTGCGTGAAAAATAATTTATC - 1006-1026 NAC046
6.54E-05 CGTCCTACATACGTA - 208-222 NACO76
6.56E-05 TTGCGTGAAAAATAATTTA - 1008-1026 NAC083
7.25E-05 ATTTGCGTGAAAAATAATTTA - 1008-1028 NACQ70
8.54E-05 CTACGTATGTAGGACGGG + 207-224 NAC094
8.97E-05 CGACGTCGGGCCCAATTCGC - 36-55 NACO042
9.03E-05 CGTCCTACATACGTA - 208-222 NACOQ07
9.97E-05 TAAATTATTTTTCACGCAA + 1008-1026 NAC87
(http://plantregmap.chbi.pku.edu.cn/) plantRegMap osls oL 51 eslil b o ﬁ)UT*"
Sllll Cgx npd e el e sl WSl J= > Matlnspecter <bols 5l K glewn Sle

Sl il IS L sy sl Jlal oSl
Sl 5l sl 5,5 e plndl i wlbls
b tlie o ile ol 5l Lo 5 e esls i Jlasl
b ocald Ul @Sl Gl shae S Olge
Olge 4 28 Gl 5 29 o0 eolital 5250 Slewn SLo

©) &S o i) 25 S xi
O @B S Tl cas @ ml 4 s L
NACB7 (s aslie Jlais)se cule 53 53 o
U opl Sl el 3 a 5s S e 5 4 NACS0
ol s TR s 51008 o fw S50
Wi (Six 6 mel s Gl i« NAC ol il
5T Jsdr s 5INACI0 556 V) 55 0 IS
ﬁ&VJJJZﬁ&uMJJ«SNACGJ)ﬁB

JJ.M&_)\?;D‘c)f&M
&-QL:;;ALSLAJJJ ).) RWC adLﬁlﬁg )J 6)[.;41&5)\w
e sl Ol a5 OF Ol 5 A3 (6,5 o5l
J-_:@ Oy a4 Caud Lpyd Vo=V Ol w LSJ; 4 g

il ials

AY

Sle Golpl & il sdel 545 4 MatDefine L sl
S Jeol R Sl Sl L) s SSlegl s
s s, sst Jlall el 51 gl as seme
ek 5 1y ol sleen, S MatDefine .ol e
LSSl 5 dsl ) s S e
2 Jseme 6205 Sledls 5o edd Ll Ll
3 Jlail glealllr (5315 on OF 5l dmy =Y ol o
ok (Ko edd asiie $3S e Iy Candse gl
Sl 5l SSlesl Do 4 S e Jsb T
e odd il aS gletsy O3l o e
ks O el s 4 sl plod —¥o5d s
sleald b pledls 5 Lpde S oolss (il
bl ol =0 Xpd el iy VA S 5S e ile
Aas el |y el sledl s aan m ile &S Sl
A5 el lilay L 15 0 5l S STl aalsl
53 3 s Sl il S L o6 il —Psd
oAl LT &S 55 pasie b5 pd e anglis Gl
Pl e s el Rl e
ol Gleallr ans ol cp 6 b s)ls ald


https://dorl.net/dor/20.1001.1.23832738.1401.35.1.1.5
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://planttfdb.cbi.pku.edu.cn/family.php?fam=NAC
http://plantregmap.cbi.pku.edu.cn/

VEOY ) oled OFO A

(O p) owld Gy o) S5 50 5 I Gletnssy s

DOR: 20.1001.1.23832738.1401.35.1.1.5

S ayse e s 2 NAC il o gy, b, S0 Jlasl ol o o T Jsdr

okl s w, b Bl Slod g oAb el
0.757 atttataggccggecTACGtatgtagg +) 219 193  Wheat NAC-domain DNA binding factor P$NACF
(DNA binding site 1)
0.785 tatgcccgtectacatACGTaggecgg (-) 228 202 Wheat NAC-domain DNA binding factor P$SNACF
(DNA binding site 1)
0.942 caatttaacaatattgcCAAGttttgaca (+) 335 307 NAC domain containing protein 103 P$SNACD
1 ctctagtaaatataTAAGaaatc ) 359 337 NAC WITH TRANSMEMBRANE MOTIF P$NTMF
1-LIKE 6 (NTL6/NTM1)
1 TGTGttg (-) 571 565 Heterodimer of NAC-domain transcription P$PCDR
factors GmNAC30 and GmNAC81
0.943 aactttgtgaaagtAAAGaat (-) 626 606 Secondary wall NAC binding elements P$SWNS
0.765 agtttaCTTTtagctcattttatttgt () 689 663 NAC domain containing protein 87 PSNACF
0.996 aaacaaaaagcatgagaCAAGgaactact (-) 992 964 NAC domain containing protein 16 PSNACD
0.98 tttttgtttticttgaGGAAaag (+) 1006 984  NAC WITH TRANSMEMBRANE MOTIF  P$NTMF
1-LIKE 8 (NTL8/NTM1-like 8)
0.99 atcttttcctCAAGaaaaaca () 1008 988 NAC domain containing protein 71 P$SWNS
0.774 aatttatcttttcct CAAGaaaaacaa () 1013 987 NAC domain containing protein 92 P$NACF
(NACES)
0.995 ataatttatcttttcct CAAGaaaaacaa (-) 1015 987 NAC domain containing protein 16 PSNACD
0.777 gtttttCTTGaggaaaagataaattat (+) 1015 989 NAC domain containing protein 87 PSNACF
0.831 aaagataaattattttt CACGcaaataaa (+) 1031 1003 NAC domain containing protein 38 PSNACD
1 agataaattatttttcACGCaaataaa (+) 1031 1005 Arabidopsis NAC domain containing P$NACF
protein 92 (ATNACS6)
0.754 gctagacatcgcatgCATGaaagttca  (+) 1111 1085 NAC domain containing protein 92 P$NACF
(NACES)
0.98 cttccatgtccagaGAAGaaaag (+) 1239 1217 NAC with transmembrane motif 1-like 8 P$NTMF
(NTL8/NTM1-like 8)
0.752 aatgttttatgagtgGACGgtgccttt () 1262 1236 Wheat NAC-domain DNA binding factor P$NACF
(DNA binding site II)
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Evaluation of NAC10 and NAC6 gene expression under drought
stress in leaf and anther tissues on transgenic and non-transgenic
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Abstract

Proteins attached to the elements responded to drought stress by specializing in
enhancing the ability to withstand drought stress. In this study with the aim of evaluate
different expression of TFs in different tissue, the expression of genes encoding NAC10
and NACS6 transcription factors in rice under drought stress in leaf and anther tissues
were estimated. Transgenic and non-transgenic rice seeds of Nipponbare variety were
cultivated. Leaf and anther tissues on young microspore stage were sampled at several
times after Stop irrigation. Promoter analysis for finding transcription binding sites has
done by two web sites, then two TFs from NAC family were selected. Real-time PCR
showed that NAC10 and NAC6 are expressed in both anther and leaf tissues. Under
drought stress, the highest expression of both transcription factors was in anther tissue
after 24h stress, the highest expression of NAC10 was in non-transgenic plants, about 70
times more than control and the highest expression of NAC6 was in transgenic plant
about 60 times more than control condition. These results indicate the important role of
these factors in anther tissue of rice, response to drought stress.

Key words: Promoter analysis, Drought, Transcription factors, Gene expression
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