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7.08E-06 GATAAATTATTTTTCACGCAA + 1006-1026 NACO070
1.21E-05 TTGCGTGAAAAATAATTTATC - 1006-1026 NACI101
1.27E-05 GATAAATTATTTTTCACGCAA + 1006-1026 NACO033
2.22E-05 TTGCGTGAAAAATAATTTATC - 1006-1026 NACO020
4.46E-05 AGACAAGGAACT - 967-978 NACO030
4.66E-05 TAAATTATTTTTCACGCAA + 1008-1026 NACO083
473E-05 TACGTATGTAGGACG + 208-222 NACO010
6.17E-05 TTGCGTGAAAAATAATTTATC - 1006-1026 NAC046
6.54E-05 CGTCCTACATACGTA - 208-222 NACO076
6.56E-05 TTGCGTGAAAAATAATTTA 1008-1026 NACO083
7.25E-05 ATTTGCGTGAAAAATAATTTA - 1008-1028 NACO070
8.54E-05 CTACGTATGTAGGACGGG + 207-224 NAC09%4
8.97E-05 CGACGTCGGGCCCAATTCGC - 36-55 NAC042
9.03E-05 CGTCCTACATACGTA - 208-222 NACO007
9.97E-05 TAAATTATTTTTCACGCAA + 1008-1026 NACS7
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issse s o 2 NAC IG5 s s, slas 55U Jlail oKl i Y s

e " G Bl S Al gl
&

0.757 atttataggccggecTACGtatgtagg ) 219 193 Wheat NAC-domain DNA binding factor P$NACF
(DNA binding site II)

0.785 tatgccegtectacatACGTaggecgg (-) 228 202 Wheat NAC-domain DNA binding factor PSNACF
(DNA binding site I)

0.942 caatttaacaatattgcCA AGttttgaca (+) 335 307 NAC domain containing protein 103 PSNACD

1 ctctagtaaatataT AAGaaatc (-) 359 337 NAC WITH TRANSMEMBRANE MOTIF PS$NTMF
1-LIKE 6 (NTL6/NTM1)

1 TGTGttg ) 571 565 Heterodimer of NAC-domain transcription P$PCDR
factors GmNAC30 and GmNACS81

0.943 aactttgtgaaagtAAAGaat (-) 6206 606 Secondary wall NAC binding elements PSSWNS

0.765 agtttaCTTTtagctcattttatttgt (-) 689 663 NAC domain containing protein 87 PSNACF

0.996 aaacaaaaagcatgagaCAAGgaactact () 992 964 NAC domain containing protein 16 PSNACD

0.98 titttgtttttcttgaGGA Aaag (+) 1006 984  NAC WITH TRANSMEMBRANE MOTIF PSNTMF
1-LIKE 8 (NTL8/NTM1-like 8)

0.99 atcttttcctCAAGaaaaaca (-) 1008 988 NAC domain containing protein 71 PSSWNS

0.774 aatttatcttttcct CAAGaaaaacaa (-) 1013 987 NAC domain containing protein 92 P$SNACF
(NACE6)

0.995 ataatttatcttttcct CAAGaaaaacaa (-) 1015 987 NAC domain containing protein 16 PSNACD

0.777 gttttCTTGaggaaaagataaattat (+) 1015 989 NAC domain containing protein 87 PSNACF

0.831 aaagataaattattttt CACGcaaataaa (+) 1031 1003  NAC domain containing protein 38 P$NACD

1 agataaattatttttcACGCaaataaa (+) 1031 1005 Arabidopsis NAC domain containing P$NACF
protein 92 (ATNACS6)

0.754 gctagacatcgcatyCATGaaagttca  (+) 1111 1085 NAC domain containing protein 92 P$NACF
(NACB6)

0.98 cttccatgtccagaGAAGaaaag +) 1239 1217  NAC with transmembrane motif 1-like 8 PSNTMF
(NTL8/NTM1-like 8)

0.752 aatgttttatgagtgGACGgtgccttt (-) 1262 1236 Wheat NAC-domain DNA binding factor P$NACF

(DNA binding site IT)
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Abstract

Proteins attached to the elements responded to drought stress by specializing in
enhancing the ability to withstand drought stress. In this study with the aim of evaluate
different expression of TFs in different tissue, the expression of genes encoding NAC10
and NACG6 transcription factors in rice under drought stress in leaf and anther tissues
were estimated. Transgenic and non-transgenic rice seeds of Nipponbare variety were
cultivated. Leaf and anther tissues on young microspore stage were sampled at several
times after Stop irrigation. Promoter analysis for finding transcription binding sites has
done by two web sites, then two TFs from NAC family were selected. Real-time PCR
showed that NAC10 and NACG6 are expressed in both anther and leaf tissues. Under
drought stress, the highest expression of both transcription factors was in anther tissue
after 24h stress, the highest expression of NAC10 was in non-transgenic plants, about 70
times more than control and the highest expression of NAC6 was in transgenic plant
about 60 times more than control condition. These results indicate the important role of
these factors in anther tissue of rice, response to drought stress.
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