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pl5_Un meth_R: 5 CCA TAC AAT AAC CAA
ACAACCAAZ

p16_meth F: 5 TTA TTA GAG GGT GGG GCG
GAT CGC 3'

pl6_meth_R: 5° CCA CCT AAA TCG ACC TCC
GACCG 3

p16_Un meth F: 5 TTA TTA GAG GGT GGG
GTG GAT TGT 3'

pl6_Un meth_R: 5 CAA CCC CAA ACC ACA
ACCATAAZ
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1 mM dNTPs (Fermentase Co., A3 wlsl O s S

Burlington, Ontario, Canada), 0.2 puM specific
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U/uL Tag polymerase (Hot start,Qiagen,Valencia,

CA, USA).
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pl4_meth F: 5' GTG TTA AAG GGC GGC GTA
GC3'

pl4_meth R: 5' AAA ACC CTC ACT CGC GAC
GA3'

pl4_Unmeth_F: 5 TTT TTG GTG TTA AAG GGT
GGT GTAGT 3

pl4_Un meth_R: 5° CAC AAA AAC CCT CAC
TCACAACAAZ

pl5_meth_F:5GCG TTC GTATTT TGCGGT T 3

pl5 meth_R: 5 CGT ACA ATA ACC GAA CGA
CCGAZ

p15_Un meth_F: 5' TGT GAT GTG TTT GTATTT
TGTGGT T3
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Investigation of the aberrant DNA methylation of p14, p15, p16
genes in patients with ESCC in Iran
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Abstract

Studies have shown that aberrant methylation of the tumor suppressor genes could be
lead to silencing and reducing of their gene expression, consequently occurring the
cancer.The aim of this study was investigation of the aberrantDNAmethylation of p14,
pl15, p16 genes in Iranian patients with Esophageal Squamous cell carcinoma(ESCC)
and its association with demographic and pathological characteristics. Therefore we
extracted the DNAs and RNAs of44 tumor tissues and 19 normal tissues from 44
unrelated Iranian patients with ESCC. The methylation specific PCR(MSPCR)was
performed for both methylated and unmethylated status of these genes and the
expression of these genes have done with RT-PCR.The results showed the 53%,9% and
27% methylation for the p14,p15 and P16 genes respectively in the tumor tissues and no
methylation frequency in none of the normal sample. Regarding the gene expression,
there was an inverse relationship between methylation status and gene expression
(p<0.05). The frequency of methylation of p15 and p14 in tumor samples was 41%,9%
respectively and abundance of methylation the p15+p16 and p14+pl5, was 6/13%, and
5/4%, respectively, while the frequency of methylation in p14+p16 genes was observed
9% (P = 0.0036). It means that all patients which are methylated for the p1l4 had the
methylation in p16 too while in most patients with p15 methylated, the pl4 or pl6
methylation was not found. Comparing these results with other reports shows a
similarity between the Iranian population and Chinese population (North of China)
maybe because of a similar molecular mechanisms and etiology of ESCC cancer in
these populations.
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